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<210> 1 
<211> 1168 
<212> DNA 

<213> Haemophilus ducreyi 

atSaaatacgt cattgacatt tttttaatgt aaggtagaat aagaaagtaa attctatatt 60 
tacaatcaag attgacaatt atttacttaa tgaggtgatt atgaaaatta aatgtttagt 12 0 
tgccgtagtg ggattagctt gttctactat tacaacaatg gctcagcagc cgccaaagtt 
tgctggagta tcttctttgt atagctatga gtatgactat ggtaagggta aatggacttg 
gtctaatgaa ggcggtttcg atattaaagt gccagggatt aaaatgaagc caaaagaatg 
gatttctaaa caggctactt atcttgaatt acagcattat atgccttata ctcctgttct 
cgtgacatat gctcctggcg tttctcctag ccctatactg ttatatccga tgtctgatcc 
tgatcaactt ggaataaatc ggcagcagct gaaattgaat ttgtatagtt attttaacga 
tttaagacac gattttaaat taaaagttct tgatgcacgt atttccaaaa ataaacaaaa 
tattgatact ataagtaaat atttactaga actgggtact tatttagatg attcttatcg 
tatgatggaa caaaatacac ataatatcaa taagttgtct aaagaattgc aaactggttt 
agccaaccaa tcagcattgt ctatgttagt gcaaccaaat ggtgtaggca aaacgagcgt 
ttctgctgcg gtaggaggtt atagagataa aactgcatta gccattggtg tcggctcacg 
cattactgat cgctttaccg ctaaagcggg tgtagcgttc aatacctaca atggcggcat 
gtcttatggt gcttctgttg gttatgaatt ctaatcatta cgtttaatca ctaatcgttt 
tggttataat aaaaaggcta aatgtttctc ctcacattta gcctttctta tttatctttg 
ttatagcttt tgctgttata aaaccgtttt ttagccactt ttattaatta agcttttaag 
cctattcaat cagttctact ttcacttttt tcaccatatt atccgccact tctaaaacgg 
taatattaag ttggtttagc ctaaattggg taccttctat cggaattttt tctaaatgtt 
ctaaaattaa gccgttaaag gtgcggac 



180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1168 



1 



<210> 2 

<211> 257 

<212> PRT 

<213> Haemophilus ducreyi 

<400> 2 



Met Lys He Lys Cys Leu Val Ala Val Val Gly Leu Ala Cys Ser Thr 



He Thr Thr Met Ala Gin Gin Pro Pro Lys Phe Ala Gly Val Ser S 
20 25 



er 



Leu Tyr Ser Tyr Glu Tyr Asp Tyr Gly Lys Gly Lys Trp Thr Trp Ser 
35 40 

Asn Glu Gly Gly Phe Asp He Lys Val Pro Gly lie Lys Met Lys Pro 
50 55 

m„ Thr Tvr Leu Glu Leu Gin His Tyr 

Lys Glu Trp He Ser Lys Gin Ala Thr Tyr Leu ^ 

65 /u 

Met Pro Tyr Thr Pro Val Leu Val Thr Tyr Ala Pro Gly Val Ser Pro 
85 90 

Ser Pro He Leu Leu Tyr Pro Met Ser Asp Pro Asp Gin Leu Gly He 
100 105 

Asn Arg Gin Gin Leu Lys Leu Asn Leu Tyr Ser Tyr Phe Asn Asp Leu 
115 120 

Arg His Asp Phe Lys Leu Lys Val Leu Asp Ala Arg He Ser Lys Asn 
130 135 

* no Thr He Ser Lys Tyr Leu Leu Glu Leu Gly Thr 

Lys Gin Asn He Asp Thr ire * 

145 lbU 

a r, Tvr Arc* Met Met Glu Gin Asn Thr His Asn He 

Tyr Leu Asp Asp Ser Tyr Arg net i75 

165 1/u 

Asn Lys Leu Ser Lys Glu Leu Gin Thr Gly Leu Ala Asn Gin Ser Ala 
180 185 

n ^ A C -n ri" ^a' Giv Lys Thr Ser Val Ser 

Leu Ser Met Leu Val Gin Pro Asn .a. L.-, ^ 

195 200 2Ub 



Ala Ala Val Gly Gly Tyr Arg Asp Lys Thr Ala Le 



u Ala He Gly Val 



210 



215 



220 



Gly Ser Arg He Thr Asp Arg Phe Thr Ala Lys Ala Gly Val Ala Phe 



22: 



23 0 



Asn Gly Gly Met Ser Tyr Gly Ala Ser Val Gly Tyr Glu 



Asn Thr Tyr Asn Gly uxy wet ^ -r- ~ - 

245 250 



Phe 



<210> 3 

<211> 1205 

<212> DNA 

<213> Haemophilus ducreyi 



a'ttttataat ttacaataca ttttatattt ttatattata taaatacgtc attgacattt 
ttttaaggta gaataagaaa gtaaattcta tatttacaat caagattgac aattatttac 120 
ttaatgaggt gattatgaaa attaaatgtt tagttgccgt agtgggatta gcttgttcta 
ctattacaac aatggctcag cagccgccaa agtttgctgg agtatcttct ttgtatagct 
atgagtatga ctatggtaag ggtaaatgga cttggtctaa tgaaggcggt ttcgatatta 
aagtgccagg gattaaaatg aagccaaaag aatggatttc taaacaggct acttatcttg 
aattacagca ttatatgcct tatactcctg ttctcgtgac atatgctcat gacgttcctc 
ctagctctat actgttatat ccgatgtctg atcctgatca acttggaata aatcggcagc 
agctgaaatt gaatttgtat agttatttta acgatttaag acacgatttt aaattaaaag 
ttcttgatgc acgtatttcc aaaaataaac aaaatattga tactataagt aaatatttac 
tagaactggg tacttattta gatgattctt atcgtatgat ggaacaaaat acacataata 
tcaataaaaa tacacataat atcaataagt tgtctaaaga attgcaaact ggtttagcca 
accaatcagc attgtctatg ttagtgcaac caaatggtgt aggcaaaacg agcgtttctg 
ctgcggtagg aggttataga gataaaactg cattagccat tggtgtcggc tcacgcatta 
ctgatcgctt taccgctaaa gcgggtgtag cgttcaatac ctacaatggc ggcatgtctt 
atggtgcttc tgttggttat gaattctaat cattacgttt aatcactaat cgttttggtt 
ataataaaaa ggctaaatgt ttctcctcac atttagcctt tcttatttat ctttgttata 
gcttttgctg ttataaaacc gttttttagc cacttttatt aattaagctt ttaagcctat 
tcaatcagtt ctactttcac ttttttcacc atattatccg ccacttctaa aacggtaata 
ttaagttggt ttagcctaaa ttgggtacct tctatcggaa ttttttctaa atgttctaaa 



180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 



attaa 



< 2 1 0 > 4 

«:211> 264 

<:212> PRT 

<213> Haemophilus ducreyi 



1205 



<400> 4 

Met Lys He Lys Cys Leu Val Ala Val Val Gly Leu Ala Cys Ser Thr 
15 10 15 



He Thr Thr Met Ala Gin Gin Pro Pro Lys Phe Ala Gly Val Ser Ser 
20 25 30 



Leu Tyr Ser Tyr Glu Tyr Asp Tyr Gly Lys Gly Lys Trp Thr Trp Ser 
35 ~ 40 45 

Asn Glu Gly Gly Phe Asp He Lys Val Pro Gly He Lys Met Lys Pro 
50 ^ 55 60 



Lys Glu Trp He Ser Lys Gin Ala Thr Tyr Leu Glu Leu Gin His Tyr 
65 ~ 70 75 80 



Met Pro Tyr Thr Pro Val Leu Val Thr Tyr Ala His Asp Val Pro Pro 

85 90 95 

Ser Ser He Leu Leu Tyr Pro Met Ser Asp Pro Asp Gin Leu Gly He 

100 105 HO 



Asn Arg Gin Gin Leu Lys Leu Asn Leu Tyr Ser Tyr Phe Asn Asp Leu 
115 120 125 

Arg His Asp Phe Lys Leu Lys Val Leu Asp Ala Arg He Ser Lys Asn 
130 ~ 135 140 

Lys Gin Asn He Asp Thr He Ser Lys Tyr Leu Leu Glu Leu Gly Thr 
145 150 155 160 

Tyr Leu Asp Asp Ser Tyr Arg Met Met Glu Gin Asn Thr His Asn He 
165 170 175 



Asn Lys Asn Thr His Asn He Asn Lys Leu Ser Lys Glu Leu Gin Thr 
180 185 190 



Gly Leu Ala Asn Gin Ser Ala Leu Ser Met Leu Val Gin Pro Asn Gly 
195 200 205 



4 



Val Gly Lys Thr Ser Val Ser Ala Ala Val Gly Gly Tyr Arg Asp Lys 



210 



215 



220 



Thr Ala Leu Ala He Gly Val Gly Ser Arg He Thr Asp Arg Phe Thr 



225 



230 235 240 



Ala Lys Ala Gly Val Ala Phe Asn Thr Tyr Asn Gly Gly Met Ser Tyr 
245 250 255 



Gly Ala Ser Val Gly Tyr Glu Phe 

260 



<210> 5 
<211> 952 
<212> DNA 

<213> Haemophilus ducreyi 

attttataat ttacaataca ttttatattt ttatattata taaatacgtc attgacattt 
ttttaaggta gaataagaaa gtaaattcta tatttacaat caagattgac aattatttac 
ttaatgaggt gattatgaaa attaaatgtt tagttgccgt agtgggatta gcttgttcta 
ctattacaac aatggctcag cagccgccaa agtttgctgg agtatcttct ttgtatagct 
atgagtatga ctatggtaag ggtaaatgga cttggtctaa tgaaggcggt ttcgatatta 
aagtgccagg gattaaaatg aagccaaaag aatggatttc taaacaggct acttatcttg 
aattacagca ttatatgcct tatactcctg ttctcgtgac atatgctcat gacgttcctc 
ctagctctat actgttatat ccgatgtctg atcctgatca acttggaata aatcggcagc 
agctgaaatt gaatttgtat agttatttta acgatttaag acacgatttt aaattaaaag 
ttcttgatgc acgtatttcc aaaaataaac aaaatattga tactataagt aaatatttac 
tagaactggg tacttattta gatgattctt atcgtatgat ggaacaaaat acacataata 
tcaataaaaa tacacataat atcaataagt tgtctaaaga attgcaaact ggtttagcca 
accaatcagc attgtctatg ttagtgcaac caaatggtgt aggcaaaacg agcgtttctg 
ctgcggtagg aggttataga gataaaactg cattagccat tggtgtcggc tcacgcatta 
ctgatcgctt taccgctaaa gcgggtgtag cgttcaatac ctacaatggc ggcatgtctt 
atggtgcttc tgttggttat gaattctaat cattacgttt aatcactaat eg 



<210> 6 

<211> 264 

<212> PRT 

<213> Haemophilus ducreyi 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
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952 



: 4 0 0 > 6 



Met Lys He Lys Cys Leu Val Ala Val Val Gly Leu Ala Cys Ser Thr 



10 



le Thr Thr Met Ala Gin Gin Pro Pro Lys Phe Ala Gly Val Ser Ser 



I 

20 



25 30 



Leu Tyr Ser Tyr Glu Tyr Asp Tyr Gly Lys Gly Lys Trp Thr Trp Ser 
35 ' 40 45 

Asn Glu Gly Gly Phe Asp He Lys Val Pro Gly He Lys Met Lys Pro 



50 



55 



60 



Lys Glu Trp He Ser Lys Gin Ala Thr Tyr Leu Glu Leu Gin Mrs Tyr 
65 70 75 

Met Pro Tyr Thr Pro Val Leu Val Thr Tyr Ala His Asp Val Pro Pro 



85 



90 95 



Ser Ser 

100 



lie Leu Leu Tyr Pro Met Ser Asp Pro Asp Gin Leu Gly He 



105 HO 



Asn Arg Gin Gin Leu Lys Leu Asn Leu Tyr Ser Tyr Phe Asn Asp Leu 
115 120 i25 

Arg His Asp Phe Lys Leu Lys Val Leu Asp Ala Arg He Ser Lys Asn 



130 



135 



Lys Gin Asn He Asp Thr He Ser Lys Tyr Leu Leu Glu Leu Gly Thr 
145 150 155 160 



Tyr Leu Asp Asp Ser Tyr Arg Met Met Glu Gin Asn Thr His Asn He 
165 170 175 

Asn Lys Asn Thr His Asn He Asn Lys Leu Ser Lys Glu Leu Gin Thr 
180 185 I 90 

Gly Leu Ala Asn Gin Ser Ala Leu Ser Met Leu Val Gin Pro Asn Gly 
Y 195 200 205 

val Gly Lvs Thr Ser Val Ser Ala Ala Val Gly Gly Tyr Arg Asp Lys 
210 215 220 

Ala He Gly Val Gly Ser Arg He Thr Asp Arg Phe Thr 



Thr Ala Leu 
225 230 



235 240 



6 



Ala .ys Ala Gly Val Ala Phe Asn Thr Tyr Asn Gly Gly Met Ser Tyr 



245 250 



Gly Ala Ser Val Gly Tyr Glu Phe 
260 



<210> 7 

<211> 899 

<212> DNA 

<213> Haemophilus ducreyi 



^ttataltt tacaatacat tttatatttt tatattatat aaatacgtca ttgacatttt 
tttaatgtaa ggtagaataa gaaagtaaat tctatattta caatcaagat tgacaattat 
ttacttaatg aggtgattat gaaaattaaa tgtttagttg ccgtagtggg attagcttgt 
tctactatta caacaatggc tcagcagccg ccaaagtttg ctggagtatc ttctttgf t 
agctatgagt atgactatgg taagggtaaa tggacttggt ctaatgaagg cggtttcgat 
attaaagtgc cagggattaa aatgaagcca aaagaatgga tttctaaaca ggctacttat 
cttgaattac agcattatat gccttatact cctgttctcg tgacatatgc tcctggcgtt 
tctcctagcc ctatactgtt atatccgatg tctgatcctg atcaacttgg aataaatcgg 
cagcagctga aattgaattt gtatagttat tttaacgatt taagacacga ttttaaatta 
aaagttcttg atgcacgtat ttccaaaaat aaacaaaata ttgatactat aagtaaatat 
ttactagaac tgggtactta tttagatgat tcttatcgta tgatggaaca aaatacacat 
aatatcaata agttgtctaa agaattgcaa actggtttag ccaaccaatc agcattgtct 
atgttagtgc aaccaaatgg tgtaggcaaa acgagcgttt ctgctgcggt aggaggttat 
agagataaaa ctgcattagc cattggtgtc ggctcacgca ttactgatcg ctttaccgct 
aaagcgggtg tagcgttcaa taccttctat cggaattttt tctaaatgtt ctaaaatta 



<210> 8 

<211> 242 

<212> PRT 

<213> Haemophilus ducreyi 

<400> 8 



Met Lys He Lys Cys Leu Val Ala Val Val Gly Leu Ala Cys Ser Thr 
! 5 10 

He Thr Thr Met Ala Gin Gin Pro Pro Lys Phe Ala Gly Val Ser Ser 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

899 



20 



7 



Leu Tyr Ser Tyr Glu Tyr Asp Tyr Gly Lys Gly Lys Tr P Thr Trp Ser 



35 40 



A sn Glu Gly Gly Phe Asp He Lys Val Pro Gly lie Lys Met Lys Pro 
50 55 

Lys Glu Trp He Ser Lys Gin Ala Thr Tyr Leu Glu Leu Gin His Tyr 
65 70 " 

Met Pro Tyr Thr Pro Val Leu Val Thr Tyr Ala Pro Gly Val Ser Pro 

85 90 

Ser Pro He Leu Leu Tyr Pro Met Ser Asp Pro Asp Gin Leu Gly He 
100 105 

Asn Arg Gin Gin Leu Lys Leu Asn Leu Tyr Ser Tyr Phe Asn Asp Leu 
115 120 

Arg His Asp Phe Lys Leu Lys Val Leu Asp Ala Arg He Ser Lys Asn 
130 135 

Tlo c^-r lvs Tvr Leu Leu Glu Leu Gly Thr 
Lys Gin Asn He Asp Thr He Ser Lys lyr u 

150 155 



145 



Tyr Leu Asp Asp Ser Tyr Arg Met Met Glu Gin Asn Thr His Asn He 
165 170 

Asn Lys Leu Ser Lys Glu Leu Gin Thr Gly Leu Ala Asn Gin Ser Ala 
180 185 

L eu Ser Met Leu Val Gin Pro Asn Gly Val Gly Lys Thr Ser Val Ser 

o r\ n *L\jz> 



195 200 



Ma Ala Val Gly Gly Tyr Arg Asp Lys Thr Ala Leu Ala He Gly Val 
210 215 220 

Gly Ser Arg He Thr Asp Arg Phe Thr Ala Lys Ala Gly Val Ala Phe 



225 



Asn Thr 



230 



<210> 9 

<211> 1197 

<212> DNA 

<213> Haemophilus ducreyi 



8 



itZlccl, Uauattu caatacauc tatattttt. UtUUtaa atacgtcatt 
gacacttttt t aa tgt aa 39 tagaataaga aagtaaatto tatatttaca atcaagattg 
acaac tattt acttaatgag gtgattatga aaattaaatg tttagttgcc gtagtgggat 
t agc ttgt tc tacutuca acaatggctc agcagccgcc aaagtttgct ggagtatc,, 
ctttgt a t ag c t a t gag t a t gactatggta agggtaaatg gacttggtct aatgaaggog 
gt ttcg.t.t taaagtgcca gggattaaaa tgaagccaaa agaatggatt tctaaacagg 
ct.ctt.tct: tgaattacag cattatatgc cttatactcc tgttctcgtg acatatgctc 
ctggcgtttc tcctagccct atactgttat atccgatgtc tgatcctgat caacttggaa 
taaatcggca gcagctgaaa ttgaatttgt atagttattt taacgattta agacacga tt 
ttaaattaaa agttcttgat gcacgtattt ccaaaaataa acaaaatatt gatactataa 
gtaaatattt actagaactg ggtacttatt tagatgattc ttatcgtatg atggaacaaa 
aucacataa Utcaataag t tgtctaaag aattgcaaac tggtttagcc aaccaatcag 
cattgtctat g tt ag t gcaa ccaaatggtg taggcaaaac gagcgtttct gctgcggtag 
gaggttatag agataaaact gcattagcca ttggtgtcgg ctcacgcatt actgatcgct 
tt accgc t aa agcgggtgta gcgttcaata octacaatgg cggca t g t c t tatggtgctt 
ctgttggtta tgaattctaa tcattacgtt taatcactaa tcgttttggt tataataaaa 
agg Ct aaa t g Utctcctca catttagcct ttcttattta tctttgtut agcc tttt gc 
tgtt ataaaa ccgtttttta gccactttta Uaattaagc ttttaagcct attcaatcag 
ttctactttc acttttttca ccatattatc cgccacttct aaaacggtaa tattaagttg 
gtttagccta aattgggtac cttctatcgg aattttttct aaatgttcta aaattaa 

<210> 10 
<211> 257 
<212> PRT 

<213> Haemophilus ducreyi 

nllys He Lys Cys Leu Val Ma Val Val Gly -u Ala Cys Ser T h r 
1 5 

nn Pro Pro Lys Phe Ala Gly Val Ser Ser 
He Thr Thr Met Ala Gin Gin Pro fro by ^ 

20 25 

L eu Tyr Ser Tyr Glu Tyr Asp Tyr Oly ^ Gly ,ys Trp Thr Trp Ser 
3 5 40 



60 

120 

180 

240 

300 

360 

420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1197 



A sn Glu Oly Gly Phe Asp He Lys V.l Pro Gly lie Lys Met Lys Pro 
50 55 

^-i t> -i _ r-pv,^ T T eu Qi u Leu Gin His Tyr 
Lys Glu Trp He Ser Lys Gin Ala Thr Tyr Leu Gi ^ 

65 70 75 

, t Thr- Tvr Ala Pro Gly Val Ser Pro 

Met Pro Tyr Thr Pro Val Leu Val Thr Tyr Ala fr y ^ 

85 90 

ser Pro He Leu Leu Tyr Pro Met Ser Asp Pro Asp Gin Leu Gly He 
100 105 

Asn Arg Gin Gin Leu Lys Leu Asn Leu Tyr Ser Tyr Phe Asn Asp Leu 
115 120 

Arg His Asp Phe Lys Leu Lys Val Leu Asp Ala Arg He Ser Lys Asn 
130 135 

Tl 7. Thr . Tle Ser Lys Tyr Leu Leu Glu Leu Gly Thr 
Lys Gin Asn He Asp Thr lie ber uy* y 

145 lbU 

Ty r Leu Asp Asp Ser Tyr Arg Met Met Glu Gin Asn Thr His Asn He 
165 17U 

Asn Lys Leu Ser Lys Glu Leu Gin Thr Gly Leu Ala Asn Gin Ser Ala 
180 185 

L eu Ser Met Leu Val Gin Pro Asn Gly Val Gly Lys Thr Ser Val Ser 



195 



200 



205 



Al. Ala val Gly Gly Tyr Arg Asp Lys Thr Ala Leu Ala He Gly Val 
210 215 

Gly Ser Arg He Thr Asp Arg Phe Thr Ala Lys Ala Gly Val Ala Phe 
225 230 

nlu rlv Met S er Tyr Gly Ala Ser Val Gly Tyr Glu 
Asn Thr Tyr Asn Gly Gly Met ber iyx y ^ 



245 250 



Phe 



<210> 11 
<211> 923 



< 2 1 2 > DNA 

<213> Haemophilus ducreyi 



10 



tatttacaat caagattgac aattatttac ttaatgaggt gattatgaaa attaaatgtt 
tagttgccgt agtgggatta gcttgttcta ctattacaac aatggctcag cagccgccaa 
agtttgctgg agtatcttct ttggatagct atgagtatga ctatggtaag ggtaaatgga 
cttggtctga aaaagacggt ttcgatatta aagcgccagg gattaaaatg aagccaaaaa 
aatggatttc tagacaggct acttatcttg gattacagca ttatatgcct tatactcctg 
ttctcgtgac atatgcttct gcagaaccta acactgtact gttatatccg atgcctgatc 
ctgatcaact tggaataaat cggcagcagc tgaaattgaa tttgtatagt tattttaacg 
atttaagaca cggttttaaa ttaaatgttc ttgatgcacg tatttcccaa aataaacaaa 
atattgatac tataagtgaa tatttactaa aactgggtac ttatttagat agttcttatc 
gtatgatgga acaaaataca cataatatca ataaaaatac acataatatc aataagttgt 
ctaaagaatt gcaaactggt ttagccaacc aatcagcatt gtctatgtta gtgcaaccaa 
atggtgtagg caaaacgagc gtttctgctg cggtaggagg ttatagagat aaaactgcat 
tagccattgg tgtcggctca cgcattactg atcgctttac cgctaaagcg ggtgtagcgt 
tcaataccta caatggcggc atgtcttatg gtgcttctgt tggttatgaa ttctaatcat 
tacgtttaat cactaatcgt tttggttata ataaaaaggc taaatgtttc tcctcacatt 
tagcctttct tatttatctt tgt 



<210> 12 

<211> 263 

<212> PRT 

<213> Haemophilus ducreyi 

<400> 12 



Met Lys He Lys Cys Leu Val Ala Val Val Gly Leu Ala Cys Ser Thr 
! 5 10 15 

He Thr Thr Met Ala Gin Gin Pro Pro Lys Phe Ala Gly Val Ser Ser 
20 2 5 3 0 

Leu Asp Ser Tyr Glu Tyr Asp Tyr Gly Lys Gly Lys Trp Thr Trp Ser 
35 40 45 



Glu Lys Asp Gly Phe Asp He Lys Ala Pro Gly lie Lys Met Lys Pro 
5 0 



55 60 



180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

923 



Gin Ala Thr Tyr Leu Gly Leu Gin His Tyr 

65 70 



Lys Lys Trp He Ser Arg . ^ 8Q 



1 1 



n r u,i Thr Tvr Ala Ser Ala Glu Pro Asn 
/let Pro Tyr Thr Pro Val Leu Val Thr Tyr Al ^ 

8 5 90 

Thr val Leu Leu Tyr Pro Met Pro Asp Pro Asp Gin Leu Gly He Asn 
100 1Ub 

r^, n Tw-r qpr Tvr Phe Asn Asp Leu Arg 
Arg Gin Gin Leu Lys Leu Asn Leu Tyr Ser Tyr * 

y 115 120 1Zb 

His Gly Phe Lys Leu A S n Val Leu Asp Ala Ar g lie Ser Gin Asn Lys 
130 135 

G1 „ Asu He A.p *. .1. «r Olu Tyr Leu Leu Ly Leu 31y Thr Tyr 
145 150 " 

Leu Asp Ser S.r Tyr Ar 9 W "at Olu Gin Asn TLr Hi. »» II. «■ 
16 5 i/U 

Lys Asn TLr His Asu lie Asn Lys Leu Ser Lys «1« «» «n Tnr Sly 
180 iyb 

*n a<m rin Ser Ala Leu Ser Met Leu Val Gin Pro Asn Gly Val 
Leu Ala Asn Gin ber ^u. 

195 200 



Gly Lys Thr Ser Val Ser Ala Ala Val Gly Gly Tyr Arg Asp Lys Thr 
210 215 

Ala Leu Ala lie Gly Val Gly Ser Ar g He Thr Asp Ar g Phe Thr Ala 



225 230 



Lys Ala Gly Val Ala Phe Asn Thr Tyr Asn Gly Gly Met Ser Tyr Gly 



245 



Ala Ser Val Gly Tyr Glu Phe 
260 



<210> 13 
<211> 1231 
<212> DNA 

<213> Haemophilus ducreyi 

rtttuataat ttacaataca ttttatattt ttatattata taaatacgtc attgacattt 60 
ttttaatgta aggtagaata agaaagtaaa ttctatattt acaatcaaga ttgacaatta 
tttacttaat gaggtgatta tgaaaattaa atgtttagtt gccgtagtgg gattagcttg 
tt ctactatt acaacaatgg ctcagcagcc gccaaagttt gctggagtat cttctttgta 



120 
180 
240 



tagctatgag tatgactatg gtaagggtaa atggacttgg tctaatgaag gcggtttcga 
tattaaagtg ccagggatta aaatgaagcc aaaagaatgg atttctaaac aggctactta 
tcttgaatta cagcattata tgccttatac tcctgttctc gtgacatctg ctcctgacgt 
tcctcctagc tctatactgt tatatccgat gtctgatcct gatcaacttg gaataaatcg 
gcagcagctg aaattgaatt tgtatagtta ttttaacgat ttaagacacg attttaaatt 
aaaagttctt gatgcacgta tttccaaaaa taaacaaaat attgatacta taagtaaata 
tttactagaa ctgggtactt atttagatgg ttcttatcgt atgatggaac aaaatacaca 
taatatcaat aaaaatacac ataatatcaa taaaaataca cataatatca ataagttgtc 
taaagaattg caaactggtt tagccaacca atcagcattg tctatgttag tgcaaccaaa 
tggtgtaggc aaaacgagcg tttctgctgc ggtaggaggt tatagagata aaactgcatt 
agccattggt gtcggctcac gcattactga tcgctttacc gctaaagcgg gtgtagcgtt 
caatacctac aatggcggca tgtcttatgg tgcttctgtt ggttatgaat tctaatcatt 
acgtttaatc actaatcgtt ttggttataa taaaaaggct aaatgtttct cctcacattt 
agcctttctt atttatcttt gttatagctt ttgctgttat aaaaccgttt tttagccact 
tttattaatt aagcttttaa gccuttcaa tcagttctac tttcactttt ttcaccatat 
tatccgccac ttctaaaacg gtaatattaa gttggtttag cctaaattgg gtaccttcta 
tcggaatttt ttctaaatgt tctaaaatta a 



<210> 14 

<211> 271 

<212> PRT 

<213> Haemophilus ducreyi 

<400> 14 



M-t Lys lie Lys Cys Leu Val Ala Val Val Gly Leu Ala Cys Ser Thr 
x " 5 10 15 

lie Thr Thr Met Ala Gin Gin Pro Pro Lys Phe Ala Gly Val Ser Ser 
20 25 

Leu Tyr Ser Tyr Glu Tyr Asp Tyr Gly Lys Gly Lys Trp Thr Trp Ser 
35 ' 40 45 

Asn Glu Gly Gly Phe Asp He Lys Val Pro Gly lie Lys Met Lys Pro 

D U 



50 



Lys Glu Trp lie Ser Lys Gin Ala 



Thr Tyr Leu Glu Leu Gin His Tyr 



300 
360 
42 0 
480 
540 
600 
660 
720 
730 
84 0 
900 
960 
1020 
1080 
1140 
1200 
1231 



65 



70 



75 



80 



13 



Met P^o Tyr Thr Pro Val Leu Val Thr Ser Ala Pro Asp Val Pro Pro 
85 90 9S 



Ser Ser He Leu Leu Tyr Pro Met Ser Asp Pro Asp Gin Leu Gly He 
100 105 HO 

Asn Arg Gin Gin Leu Lys Leu Asn Leu Tyr Ser Tyr Phe Asn Asp Leu 
115 120 125 

Arg His Asp Phe Lys Leu Lys Val Leu Asp Ala Arg He Ser Lys Asn 
130 ~ 135 140 

Lys Gin Asn He Asp Thr He Ser Lys Tyr Leu Leu Glu Leu Gly Thr 
145 150 155 160 

Tyr Leu Asp Gly Ser Tyr Arg Met Met Glu Gin Asn Thr His Asn He 
165 170 175 



Asn Lys Asn Thr His Asn He Asn Lys Asn Thr His Asn He Asn Lys 
180 185 190 



Leu Ser Lys Glu Leu Gin Thr Gly Leu Ala Asn Gin Ser Ala Leu Ser 
195 200 205 

Met Leu Val Gin Pro Asn Gly Val Gly Lys Thr Ser Val Ser Ala Ala 
210 215 220 

Val Gly Gly Tyr Arg Asp Lys Thr Ala Leu Ala He Gly Val Gly Ser 
225 230 235 240 

Arg He Thr Asp Arg Phe Thr Ala Lys Ala Gly Val Ala Phe Asn Thr 

245 250 255 



Tyr Asn Gly Gly Met Ser Tyr Gly Ala Ser Val Gly Tyr Glu Phe 

260 265 270 



<210> 15 
<211> 1047 
<212> DNA 

<213> Haemophilus ducreyi 
<400> 15 

ttttataatt tacaatacat tttatatttt tatattatat aaataccgtc attgacattt 



60 



ttttaatgta aggtagaata agaaagtaaa ttctatattt acaatcaaga ttgacaatta 120 
tttacttaat gaggtgatta tgaaaattaa atgtttagtt gccgtagtgg gattagcttg 180 



14 



ttctactatt acaacaatgg ctcagcagcc gccaaagttt gctggagtat rttctttgta 
tagctatgag tatgactatg gtaagggtaa atggacttgg tctaatgaag gcggtttcga 
tattaaagtg ccagggatta aaatgaagcc aaaagaatgg atttctaaac aggctactta 
tcttgaatta cagcattata tgccttatac tcctgttctc gtgacatctg ctcctgacgt 
ttctcctagc tctatctcta tactgttata tccgatgtct gatcctgatc aacttggaat 
aaatcggcag cagctgaaat tgaatttgta tagttatttt aacgatttaa gacacgattt 
taaattaaaa gttcttgatg cacgtatttc caaaaataaa caaaatattg atactataag 
taaatattta ctagaactgg gtacttattt agatggttct tatcgtatga tggaacaaaa 
tacacataat atcaataaaa atacacataa tatcaataaa aatacacata atatcaataa 
gttgtctaaa gaattgcaaa ctggtttagc caaccaatca gcattgtcta tgttagtgca 
accaaatggt gtaggcaaaa cgagcgtttc tgctgcggta ggaggttata gagataaaac 
tgcattagcc attggtgtcg gctcacgcat tactgatcgc tttaccgcta aagcgggtgt 
agcgttcaat acctacaatg gcggcatgtc ttatggtgct tctgttggtt atgaattcta 
atcattacgt ttaatcacta atcgttttgg ttataataaa aaggctaaat gtttctcctc 
acatttagcc ttttcttatt tatcttt 

<210> 16 

<211> 273 

<212> PRT 

<213> Haemophilus ducreyi 

<400> 16 

Met Lys lie Lys Cys Leu Val Ala Val Val Gly Leu Ala Cys Ser Thr 
! 5 10 1 

lie Thr Thr Met Ala Gin Gin Pro Pro Lys Phe Ala Gly Val Ser Ser 



20 



25 



Leu Tyr Ser Tyr Glu Tyr Asp Tyr Gly Lys Gly Lys Trp Thr Trp Ser 
35 " 40 45 

Asn Glu Gly Gly Phe Asp He Lys Val Pro Gly He Lys Met Lys Pro 



60 



Lys Glu Trp He Ser Lys Gin Ala Thr Tyr Leu Glu Leu Gin His Tyr 
65 70 75 

Met Pro Tyr Thr Pro Val Leu Val Thr Ser Ala Pro Asp Val Ser Pro 



24 0 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1047 



. t tpu Tvr Pro Met Ser Asp Pro Asp Gin Leu 
f . r He Ser He Leu Leu lyr fro ^ 



Ser S«. — --- 



t ^er Tvr Phe Asn 

Gly lie Asn Arg Gin Gin Leu Lys Leu Asn Leu Tyr Ser , 

115 

MP wu «, His « «- s - « - «s Ala M9 Ile s " 

130 

ti= e p y- lvs Tvr Leu Leu Glu Leu 
Lys Asn Lys Gin Asn He Asp Thr He Ser Lys Ty 

lis 

r.i Tvr Arq Met Met Glu Gin Asn Thr His 

Gly Thr Tyr Leu Asp Gly Ser Tyr Arg v 1?5 
165 

Ile Asn Lys Asn Thr His Asn He 



He Asn Lys Asn Thr His Asn lie Asn uy* ~~ 
180 



«. S„ Lys «» 01= Thr «» «. « «= S " "* 



Asn Lys Leu ber ^y- — 

195 2UU 

m t- T eu Val Gin Pro Asn Gly Val Gly Lys Thr Ser Val Ser 
Leu Ser Met Leu val Ij-i.ii " 220 

210 215 

T„ e Thr Ala Leu Ala He Gly Val 
Ala Ala Val Gly Gly Tyr Arg Asp Lys Thr Ala ^ 

225 230 

Gly ser Arg He Thr Asp Arg Phe Thr Ala Lys Ala Gly Val Ala Phe 
245 Z " 



Asn 



Thr Tyr „ OXy Gly »« Ser Ty. .IV «. Ser Va! «ly «» 

2 o b 



260 



Phe 



<210> 17 

<211> H89 

<212> DNA 

<213> Haemophilus ducreyi 



; 4 t 0 t ° t :,t»L teae.atac, e.t.Lt.t.t eaaracgeca ee 3 .c.«« 

ttt , M ™ """"" " at °" 9it t9aC "" at 

aggrg.rree cegtagtggg 



60 
120 
180 



16 



cc.«»c t c, 9 =a 9 c= 9 

ag «a tg a gt »«^»« C " at3aa " C39t " C9 " 

a tt aa, gtg c =a gg9 a tt a, -™ " """"" 

cttg ,. tt ,c g ==««a« ^"" 3 = tCCt99C3 " 

t ««„ 9 c= «a t ac CgC t ,ta t cc 3 a tg ««,.«=«, a t caa= Ctgg .a t .aa t c gg 
„ s ea 9 c tS . aatt 9 a,«t gt a t a 9 «a t C a, g ,c,c g a ««—«. 

» 5tt = tt3 a tg cac 9t a t «=— « aaacaaaa.a « g a»c t a t aa g «,a t a t 
tt ac t , g aac tggg t.c«a «t»W« — 
.areata a g a, ttg =a, «t««« 

, tgtt , gtg c c tg c C9 c ggt . g9 a ggtt a t 

ag a 9 ata,a, c tg =a«a g c c,« ggtgt c g9 c t c,= g ca =—3" 

a.a g c 39gtg ~^ '"""^ 

^ a,c=. tt . gg ™« — " 3 " a930t " a 
tgttt=t c= t »ca« t a 9 c ««.«.« 

a 5 =- ttt a«a,«a» 9 ««»B~ — 

„„,, ocgc0 acctc t...acg,U at.tcaagtt ggtttagcct 
cacttttttc accatattat ccgccdtL 

aaattgggta cct t c t a t c g gaattttttc taaatgttct aaaatuag 

<210> 18 
<211> 257 
<212> PRT 

<213> Haemophilus ducreyi 
<400> 18 

_ .» -> „ a i v a l Glv Leu Ala Cys Ser Thr 

Met Lys He Lys Cys Leu Vai Axa *al ^ - 15 

1 5 

,1. Thr » »et »a Ola «. «= «o «*■ - «■ *f "* 

20 2b 

Leu Tyr Ser Tyr „» Tyr « Tyr .1, ^ ^ «*. «p T„r Trp - 
35 40 

v, * Lvs Val Pro Glv He Lys Met Lys Pro 

Asn Glu Gly Gly Phe Asp ue L>s Val . ^ 

50 35 

rln ala Thr T yr Leu Glu Leu Gin His Tyr 
Lys Glu Trp He Ser Lys Gin Ala Thr ly 8Q 

7 0 

65 



24 0 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1189 



17 



85 90 

Ser Pro He Leu Leu Tyr Pro Met Ser Asp Pro Asp Gin Leu Gly He 
100 105 

Asn Arg Gin Gin Leu Lys Leu Asn Leu Tyr Ser Tyr Phe Asn Asp Leu 
115 120 

Arg His Asp Phe Lys Leu Lys Val Leu Asp Ala Arg He Ser Lys Asn 
130 135 

Lys Gin Asn lie Asp Thr He Ser Lys Tyr Leu Leu Glu Leu Gly Thr 
145 150 155 

Tyr Leu Asp Asp Ser Tyr Arg Met Met Glu Gin Asn Thr His Asn He 
16 5 170 

Asn Lys Leu Ser Lys Glu Leu Gin Thr Gly Leu Ala Asn Gin Ser Ala 
180 185 

L eu Ser Met Leu Val Gin Pro Asn Gly Val Gly Lys Thr Ser Val Ser 
195 200 

Ala Ala Val Gly Gly Tyr Arg Asp Lys Thr Ala Leu Ala He Gly Val 
210 215 220 

Gly Ser Arg He Thr Asp Arg Phe Thr Ala Lys Ala Gly Val Ala Phe 



225 



230 



Gly Gly Met Ser Tyr Gly Ala Ser Val Gly Tyr Glu 



Asn Thr Tyr Asn Gly Gly weu bex ^ — — ^ 

245 " 50 



Phe 



18 



